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A new approach for quantitative assessmenteof DNA methylation: methylation-sensitive high
resolution melting GUAN Ming. Department of Laboratory Medicine, Huashan Hospital, Institute of
Molecular and Translational Medicine Fudan University, Shanghai 200040, China

[Abstract] Methylated DNA is considered as a new generation of tumor biomarker. Tt shows great
value for evaluation of cancer risk, early detection and predicting prognosis. MS-HRM is a novel approach
for quantitative assessment of methylation. It is based on the different base compositions after PCR
amplification of bisulfite-modified DNA template, which give rise to different thermal properties of the PCR
products originating from methylated or unmethylated target template. This article describs the advantages of
this method and its role in the detection of cancer and inherit disease. The prospective application in the
molecular diagnosis is also suggested.
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P 3kt Worm %4 % F 2001 48 1, 3 2 White £/ gt 46 2 & B & % B W 8 % &K %% HRM £
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FDNAFREAM TR, BT EEFARENRBER TS, AL RAZEARZERR RN LET7 R
¥ 48 H & DLC-1 ¥ 31t DNA X F, %t DLC-1 FRADNABRE S M BB EL AR . WA RERTE
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ADAMTSY ¥ %4, DNA X ¥ R AZEEHFEUXFERAAFEAMX, EERLRFHEFRALATZ
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